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MFEEE RO EE (3530) : We conducted functional genomics in Arabidopsis by phenotypic
analysis of hypocotyls of T-DNA insertion lines with the mechanical properties as a measure. By
comprehensive random analysis, we identified a new group of genes that are involved in
regulation of the mechanical properties. We also confirmed, by selective analysis, the function of
genes that have been assumed to be responsible for regulation of the mechanical properties. The
differences in modifications to growth properties and to the mechanical properties by T-DNA
insertion, as well as prominent effects of environmental conditions on growth and mechanical
properties, show flexible and complex regulation of genomic functions in plants.
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