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WFERR OREEE (FnC) : DNA AH[FEREHAE 2 12 & 5 DNA IEME 1T e (k2 22 T8 \CHERF 9 2 DI LA D
EMBIGTH DN, Z I < EAEREDHIMEIZ /30> > T D OIXFERAEY O RecF R DA T
B % AAFIERRE I ARERLHL 2 Hl#E D F 7 L% & LT RecF #&I2M8) < 8 FE#E (RecA, RecF,
RecO, RecR, SSB) ZHu v kif, 2 b EAEMOMAIER & & OfH % HilfH & O BIR % s L
T7o FORER, T E TITRWVEE 72l 7 Vv OB L,

WFFER% S O EE (3£30) : Homologous recombinational repair (HRR) is an important pathway
to maintain genomic stability. The RecF pathway is a bacterial HRR, in which RecA, RecF,
RecO, RecR, and SSB proteins regulate HRR via their interactions. In this study,
relationships between the interactions and regulation of HRR have been analyzed. As a
result, a model mechanism of HRR regulation based on the protein-protein interaction was
proposed.
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