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Epigenetics plays an important role for regulation of gene expression during
developmental stages in eukaryote. To understand the molecular mechanism of epigenetic
regulation, I analyzed the mechanism of histone modification at heterochromatic region of
fission yeast by using genetic approaches. I obtained two uncharacterized genes involved in
the formation of heterochromatin by screening. One of the genes, Ersl, binds both of
heterochromatin protein 1 (HP1) and an RNA helicase Hrrl functioned in RNAi pathway.
Genetic and biochemical analysis revealed that Ersl recruits the RNAi machinery to
heterochromatic region and facilitates siRNA generation through the binding of HP1.
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