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Diversity and evolution of mitochondrial DNA-binding protein, Abf2
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In order to reveal the evolution of mitochondrial DNA-binding protein, Abf2 in the
budding yeast, Saccharomyces cerevisiae, we identified Mhbl and Cmbl proteins as novel mitochondrial DNA-
binding proteins from the mitochondrial nucleoids of the budding yeast Y. lipolytica and the fission yeast
S. pombe, respectively. Both of Mhbl and Cmbl proteins retain one HMG domain at the C-terminal region of
the protein. We revealed the DNA-bindin? characters of both proteins. We raised a polyclonal antibody agai
nst Cmbl and demonstrated that Cmbl is localized to mitochondria by immunofluorescence microscopy. We also

demonstrated that Cmbl complements the function of Abf2 in abf2-deficient cells of S. cerevisiae.
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