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WFFERE R OMEZE (B230) : To improve the tolerance of Zymobacter palmae to various stress during
cellulosic bioethanol fermentation, we have been engineering genetically a robust Zb. pa/mae based on
the gene expression profiling responding to fermentation stress by HiCEP and DNA microarray
analyses. We found the first mechanism acquiring the acid tolerance depended on the amino acid
biosynthetic pathway.
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