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MFE R R OMEE (¥ L) : An endo-B-1,6-galactanase which act on thickening agent
arabinogalactan was obtained from Streptomyces avermitilis. The substrate specificity and
the crystal structure of the recombinant enzyme were elucidated. To understand the detail
mechanism of substrate specificity of the endo-B-1,6-galactanase, the other
endo-f-1,6-galactanase which consist from distinctive amino acid sequence was cloned and
crystal of the recombinant enzyme was obtained. However, quality of the crystal was not
enough to solve structure so that the mechanism of substrate specificity of the
endo-B-1,6-galactanase could not be elucidated.
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(DHitomi Ichinose, Zui Fujimoto, and Satoshi
Kaneko : Characterization of a o-L-rhamnosidase
from Streptomyces avermitilis. Biosci. Biotechnol.
Biochem. ##if (2013) 77, 213-216.
©@2Zui Fujimoto, Adam Jackson, Mari Michikawa,
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Kaneko : The structure of a Streptomyces
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six-domain arrangement. J. Biol. Chem. &t
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