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Creation of novel anticancer lead compounds by in silico design of
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WFZER R OMEEE (33L) : XIAP, which is involved in resistances for anticancer drugs and
irradiation, is an attractive target for the development of new anticancer drugs. In this
study, we attempted to create novel lead compounds for new anticancer drugs. As a result,
we could discover a novel agonistic compound, which possess a good binding form to XIAP.
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