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Disease control based on analysis of cutaneous microbiota inpatients
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Psoriasis vulgaris (PS) is chronic skin disease with many scales. We focused on skin microbiota of the
patients with PS as one of an exacerbating factor. Comprehensive analysis of skin microbiota by
pyrosequencing assay revealed that patients’ microbiota was formed a specific microbiota compared
with other skin diseases. The microbiota induced Thl-type cytokine and also were susceptible with
cephem antibiotics. Our findings suggests that control of skin microbiota enable disease control of PS.
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