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We demonstrated a revised biosynthetic pathway for phosphatidylinositol (PI) in
mycobacteria. Mycobacterial PI was synthesized from CDP-diacylglycerol (CDP-DAG) and
inositol 1-phosphate via phosphatidylinositol phosphate (PIP), which was dephosphorylated
to PI. PIP is not formed in the process of PI synthesis in humans because inositol reacts
directly with CDP-DAG. PIP synthase in the pathway is a promising target for the development

of new anti—mycobacterium drugs.
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