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WIER R OMEE (3530) : Liver fibrosis in chronic liver disease was progressed without
suitable medical treatment. We clarified the microRNA (miRNA) of which aberrant
expression was related to the progression of liver fibrosis by using microarray analysis
in liver tissue of 105 chronic hepatitis C patients and carbon tetrachloride mouse
model. We determined the expression pattern of same human and mouse miRNAs
accordance to the progression human and mouse liver fibrosis. Then treatment of these
miRNAs induced the overexpression of procollagen alpha 1 in human stellate cell lines
LX-2. Finally long duration of infection. Moreover, although age progressed and the
rate of oncogenesis rose in the HCV infection over a long period of time, it was shown
that the microRNAs which participate in oncogenesis bordering on 60 years old differ.
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