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Identification of MicroRNAs involved in formation of foam cells that are

associated with atherosclerosis—-related gene |ymphotoxin-alpha
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We tried to Identify microRNAs involved in formation of foam cells that are associated
with atherosclerosis-related gene lymphotoxin-alpha (LTA). However, we found that
LTA was unlikely involved in foam cell formation. Thus, we changed our plan and
identified microRNAs that are associated with cardiac death in patients who survived
acute myocardial infarction, a major cause of death as a result of atherosclerotic

diseases.
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