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WFIEER R OBEEE (J£30) : A genome resource bank is established through this study project,
which includes 3000 Japanese sample combined with clinical, visceral adiposity and life
style data. Several genetic markers associated with dyslipidemia and obesity were
identified by the genetic association studies. A novel genetic variation associated with
visceral adiposity appears to be high prevalent in East Asia through positive natural
selection.
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Table 3 rs174547 genotypes and plasma lipid profiles

Japanese

rs174547 genotype (no. of individuals) ~ MLR®

T/T (7021) T/C (8081) C/C (2464) p P value
TG 106.1 (60.3) 109.6 (60.8) 112.0 (62.9) 0.04 1.5E—6
HDL-C 61.8(16.2) 613 (16.1) 60.7 (16.4) —0.02 0.03
LDL-C 117.2(31.1) 117.0 (31.1) 115.6 (30.7) —0.02 0.08
Mongolian

1rs174547 genotype (no. of individuals) MLR*
T/T (295) T/C(586)

C/C(310) p P value

TG 116.5 (72) 122.6 (80.0) 127.9 (95) 0.01 0.654
HDL-C 544 (10.9) 54.1(115) 549 (12.0) 0.01 0.856
LDL-C 109.3 (31.7) 102.0 (30.0) 97.9 (28.4) —0.14 2.6E—6
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