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Approach to the rare variation hypothesis of the psychiatric disorder
by a next generation type ultra high-speed sequencer

MERES (E)

MRERRE
2% 1E5h (KUROTAKI NAOHIRO)
RIBXZ - EEEFREHEH - FBE0
HREFS : 20423634

WFEE R OBEEE (Fis0) - ARERIREARE R CTh A6 KFHIE (SCZ) & B E (BPD) DJRE & 7¢
V5 AR BRI FRERTAEDICREES~Y y U S R IEREL S — A o —
WX D —F VAT AT o T, ORGSR, BEEIRBORIERTIZBE D 5B FOREICITE
Lol DO, R SCZ IZBW TIEBOBECHREENHO TEWIZ EHIA L, &
LTk 1, 3, 4, 5, 6, 7, 8, 9, 10, 11, 12, 13, 16, 17,19, 20,21 ZEZFE LT,
ZTNHOMERIC~ v S ENDBIETIL 200 HTH Y, HiEmIZSETHDLZ EnbhroTz,

WFFER S OB (J£3C) : We performed the molecular analysis of psychiatric diseases
including schizophrenia and bipolar disorders. In this analysis, several novel loci were
detected. Possible loci were chromosomes 1, 3, 4, 5, 6, 7, 8, 9, 10, 11, 12, 13, 16, 17,
19, 20, and 21. Interestingly, just one locus had been reported. Their region concluded
more than 200 genes. Also, we show that SCZ is highly heterogeneous.
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