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Gene expression and prediction of response to cetuximab therapy in

WFFERCR OBEZE (Fn30) « KRG OB FHBUZ LY cetuximab FIEDOZ R FHIAZERT 5
ZEERHEMELE, PL—=27F>y b 30 fflT 6lprobe (&Y TR AEVER L7IZfER.
sensitivity, specificity, IZ. =X EIL 91. %, 94.4%, ToH-o7-, F7-. 7AbEYF16
BT T HNEE DRFEZ AT o 7246 F. sensitivity, specificity I%, Z4LZ4L 60. 6%, 81.8%
Thol,
WFIER R OMEE (330) : The aim of the study was to make a predictive model for the
response to cetuximab therapy in colorectal cancer. Based on gene expression of 61 probes
we made a predictive model using 30 training samples. The sensitivity and specificity were
91.7%, 94.4%, respectively. Next we validated the accuracy of the model in test samples.
The sensitivity and specificity were 60.0%, 81.8%, respectively.
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