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WFFER R OMEEE  (3530) @ Patients with pelvic organ prolapse (POP) and/or stress urinary
incontinence have lower pelvic floor muscle (PFM) function. We hypothesized that single
nucleotide polymorphism of beta 2-Adrenergic receptor gene could be associated with pelvic
floor muscle function. We have developed our original system which can record the
intra-vaginal pressure by touch sensor array and PFM movement by evaluation using an
intravaginal probe. We have also established the methods which can detect single
nucleotide polymorphism of beta 2-Adrenergic receptor gene by TagMan methods using
real time PCR. Further studies with number of POP and/or SUI cases are required to confirm our
hypothesis.
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