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MR OBEEE (3530) : MicroRNA (miRNA) are a class of small non-coding RNAs that mediate
the post-transcriptional regulation of target mMRNA expression. miRNA are associated with
pathologic conditions. We have investigated of IL-13 or TNF-a-responsive miRNA and mRNA in
synoviocytes for putative genes associated with the synovitis using microarray analysis.
The target genes for IL-1p— and/or TNF-a-responsive miRNA were searched by the
databases such as TargetScan. The expressions of the target genes were analyzed by
DNA microarray. The knowledge of miRNA-miRNA studies would help to understand the
pathologic conditions in TMJ.

AEA IR E AR
(BEHHAL - )
B B LIEESES ¢ & &t
2010 £ & 1, 300, 000 390, 000 1,690, 000
2011 & 1,200, 000 360, 000 1,560, 000
2012 £ /& 900, 000 270,000 1,170, 000
I
FHE
ik 3, 400, 000 1,020, 000 4,420, 000

BFgesyr B« [E ke

BB OSE - ME - g - SRR E T

X —U— K ZHEAE, RS, VEIEAIAY, microRNA, <A 7 a7 L A fi##T, interluekin-18,
tumor necrosis factor- o

1. WHEBMEE IO =
WNIEMED small RNA T& % microRNA

faoft, FEEFICEE LTS ZE bliES
NTW5. —F, Fexildk, HABIEI O RIER R

(miRNA) 1%, B HIFERME 2 A 3 2R E
o FIEFREIRICHEET D LickD,
FIGRZHIH L TWA Z ENRBH LN o T,
F 72, miRNA X, JREEF, HIIHEbE, 1

BN 7 OMBEEZHME LT, K& FEER
BVE IR SIARAE SRR (VEFSHIAR) (S SEME
YA N hA R EITV, RIS S T R
AT 24T o C& 7. A FEIE, WEMEO



microRNA Z 5l 2 @A AT L, RIERRE
RS microRNA OFEREIEF 2 KT 5.

2. MO HB

FHBAE TN O ZE P REBSE miRNA 8 LY
RAEI BERTHE miRNA OREMEMEE T 5 R
RITHZEHEHMET S,

(1) microRNA F&Ei izt

SN 2 IL-1 B £ 7212 TNF- o THII#%,
microRNA ~ A 7 a7 L A fEMT 247\, ZAEH
BiRAERREIZBE 575 microRNA % MFE3
%.

(2) microRNA 2 ) gt i {1 H 58

IL-1 8 £721% TNF- o FIEGE B T E
258 L7~ microRNA OIERGER RS &
KT 5.

(3) microRNA-mRNA f##T

IL-1 8 F 721X TNF- o #l J# vg B0 ¢
DNA ~A 7 a7 LA i 2170y, FBIAH)
L7z microRNA OREFEREAS T-HE & FLER
FEBURNT 21T D .

(4) v bU— 7 fiftr

IL-1 8 £7-1% TNF- o« FIFLE A TRE
Z#) L 7= miRNA BEE X OE OEA A&
GFEEMOSFRMAEERB LR 7Y
VI IRAY = A RN AT O .

3. WFgED ik
(1) "BiEHa 4Bk - Beas

S B i N AR BT ey IR O R I BB L 7= R
R ET M IER A2 B out growth &2 AW TR
N EREAHIE A (PERE) A 0BEL, f
B LUk E 21T o 72,

(2) microRNA <A 7 a7 L A fi##tT

VA D 2 TL-1 8 £ 721% TNF- o THIFKZ,
miRNeasy kit % i T total RNA ZHiH L,
miRXplore Microarray % M\ T, microRNA
O ELNE L.

(3) microRNA fE G E (R T-Fr 58

IL-1 8 £7-1% TNF- o #1351 s < 565,
EEIDZE D S~ miIRNA O E A s T
% TargetScan, microRNR.org % ® miRNA
database 2>H % L7-. £7-, IPA miRNA
Target Filter % M\ CEMBEMIE R DK
0IAB =TT,

(4) DNA ~ A 7 17 LA fifh

TR 2 TL-1 B £ 721 TNF- o THIH%,
AGPC 7% T total RNA ZHhiHi L,
Affymetrix GeneChip HG U133 Plus 2.0
Array Z W\ CREFERIZ B R B 2 1 E

L7-. ZEBUiEHTIZ GeneSpring % HV 7-.

(4) microRNA-mRNA LG figt

IL-1 8 £721% TNF- o B IE IR C B
EEOFRD 57 miRNA OFERGEA &S 1
% GeneSpring |21 > 7R"— bk L, BIE 35
Z DNA~A 7 a7 LA fiffr & el U=,

(5) Ingenuity Pathway Analysis

IL-1 B E£721% TNF- o I BEAD TR
BB O HAL7Z miRNA ORI FEARES T
T, 22 IL-1 8 F£ 7213 TNF- o IV BSH a
TRIBEZHORD N EIZ F %L
Ingenuity Knowledge Database (27 v 7' &
—FNL, 2 FRMHEERB IO 7T 7
INATY = A M AT o T2

Synovial cells from TMJ Synovial Cells from THIT
icontorl: no stimulation) | Stimulation by IL-15 or THF-c)

Total BNA isolation l J‘

miRNA expression profiling mRMN A expression profiling
Higher expression Higher expression

Higher expression Higher expression

in control in stimulation i control n stimulation

v

Search for predicted mRNA targets of the
respective mikN As using databases

Analysis of coexpressed or
inversely expressed miRNA and mRNA

Combined miRNA and mENA analysis

Fig. 1 Experimental procedure
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Fig. 2 Scatter plots of miRNA microarray
Synovial cells were treated with IL-1p.
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Fig. 6 Scatter plots of microarray analysis
Synovial cells were treated with IL-
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Fig. 8 Scatter plots of miRNA microarray
Synovial cells were treated with
TNF-a.
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Fig. 9 Network of miRNAs regulated by
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Fig. 10 Scatter plots of microarray analysis
Synovial cells were treated with
TNF- o
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