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(GTFs), whose cooperative action is essential for cellular adhesion, with the recombinase

: Streptococcus mutans produces 3 types of glucosyltransferases

A (RecA) protein required for homologous recombination. Determination of the sequences
of the gtfB and gtfC genes showed that an approximately 3500-bp region was deleted in
the smooth colonies of S. mutans. These results suggest that DNA recombination and
phenotypic changes that occur through uptake of extracellular RecA may have a relationship

with the signal transduction system involving biofilm formation in S. mutans.
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