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Identification of antigen of IgA and Membranous Nephropathy by On

R OBEE (F130) @ TgA BE & EMERE 1 B E A RO EIZHELS b Tnd &5
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PEBHEDREFID 10 um JE X DU &2 R gi B 2T o Totk, L—H—~A o mFd Ay s
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L7,

e R DO (J€3) : Formation of immune complexes were recognized as key rule
involved with IgA nephropathy and membranous nephropathy deeply, but it is still unclear
in many cases of antigen of these diseases. In this study, 10 um thickness sections of kidney
biopsy samples were pretreated, and glomeruli were dissected by using laser micro
dissection (LMD). Peptides were extracted from collected glomeruli followed by On-Site
proteomics method followed LC-MS/MS analysis. Proteins with significant changes
between the IgA - membranous nephropathy and normal glomerulus were analyzed by
bioinformatics tool and pathway analysis of diseases to be explored their pathogenesis of
IgA - membranous nephropathy
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