Q)
2010 2013

Glycoproteomic identification of carbohydrate targeting lung cancer biomarkers

Ueda, Koji
18,300,000 5,490,000
16
10
Energy resolved oxonium ion monitoring (Erexim) ( US8653448)
CD163

To develop novel carbohydrate-targeting biomarkers for early detection of lung can
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and control (CMC) of biologics.
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