Pt 3¢

BxXc—19

N H |

FIZHREHER (REHREHNE) HRARBES
Rk 254 6 7 3 HEUE

HEAE S : 63904

HEiER  EFHE A
FFZHAR - 2010 ~ 2012
RREES 22687018
MEREL (FIX) HECKIFHHREEAEDOECFEEDOAER

EEEL (EX) Genetic basis of novelty generation by symbiosis
MEREKRE

E{E A (SHIGENOBU SHUJI)

EREMZEMERT - EVEEERET LY 2 — - BEERR

HEEZES : 30399555

WFZER B O EE (Fn0) : AAFZETIET 7T L & ORI AE 2 £ 7 W HW T, A
LD ERMAIE OB G FEEOMAEZ B Lz, I —ro oo 77 EodHdi 2 v
TRBROMER, mER BN HAZSRE CREBICHEAT L2HHODWAT T REEEZH A L BCR 7 7
IV —&mA LT, HD BCRITME ORI ELZ 525 L bbholc, BCRIZT 77 LY
HOIHPFFOBILTIETH D0, G ENLEMEZHIET 5720127 77 AT OB TREK
WL LT B 0D LIV,

WFFER R OMEEL (3530) : The objective of this study is to decipher genetic basis of novelty
generation by symbiosis using aphid-Buchnera endosymbiosis as a model system. Taking an
advantage of new technologies such as next—generation sequencing, we discovered novel
secreted peptides that were preferentially expressed in the symbiotic organ of the host
insects. The novel secreted peptides were designated BCR family. We also found that a
member of BCR affect the growth of bacteria. These data suggest that aphids evolved novel
secreted proteins for symbiosis with bacterial endosymbiont.
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