#BxXc—19

FEHREBERERX (RENREMANE) HRAREEE
Rk 2 34 5 H 2 5 BEUE

¥EERZE= - 11301
MEiER . EFHE B)
WFZEEAR - 2010~2011
EREES 22700902
MRREL (FI1X) KBHPADBEDR - FTRFA X TLOBES
HEREL (EX) Development of diagnostic system to predict chemosensitivity
and prognosis of colorectal cancer.
MERERE

E¥E 1S (TAKAHASHI SHIN)

Bt KZE - fwkE - B

MEREHS : 20431570

WFIER RO (Fn30) -

AWZEIE, EITHERBREDAD TRESGET H720, EITHEREBNAOTH%%E TR
HHEERETHZ BN E LTWD, MENERR FEREN OFEFR, KEBAZ2 S
DBETEIC L > TENEN2 D, 345DV T H A FITHHEINDH LB RENT, £
NENOY 7 & A4 7 CHERIFELFEIY 5K 10, FUERIOIGENRN R D Z LR E
oo 2OV TH2ATHEITERMICEHTHD EEZ O, 2012 4 3 AICRFFRGE 21T

ST,

WFZERCR OB E (3530) -

The object of this study is to develop biomarkers of advanced colorectal cancer (CRC).
We showed that CRC divided into 4 subtypes by 2 gene sets by comprehensive gene
expression analysis. Some clinicopathological factors and efficacy of chemotherapy
were different between clusters. We applied the patent of this outcome in March, 2012.
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