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0000000 D0DODOOOIn this study, I' ve constructed a gene-finding tool for
metagenomic sequence data comprising various eukaryotic genomes. Nucleotide compositions
in the protein-coding regions are different among species, although they are key
information on protein coding. | indicated in this study that species-specific nucleotide
compositions could be estimated by GC contents of the genome fragments and are effective

enough to predict genes with high accuracies even in the eukaryotic genomes.
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