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High-throughput analysis and engineering of fungi transcription factor binding
sequences.
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Bead display is a novel library construction method in which clonal DNA molecules
are displayed on a large population of microbeads. Comprehensive analysis of DNA
binding regions of a fungal transcription factor, AmyR, was carried out with a random
DNA library or A. nidulans genome library by using bead display. As the results, the
extraction of AmyR binding motifs and the selection of various binding sites of AmyR
were observed. In addition, a high-throughput screening method for promoter activity
was developed by using bead display and a ligase ribozyme.
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