KXc—19

HEMREBEPRER RFHRERBE) HRARBES

R 2 54 6 A 2 0 HEUE
HEEES : 33101
MEiEE - HFHE B)
FFZEEARS - 2010~2012
EEES 22770132
MZREES (F130) E 7Y A EHE NnaB #EE A0 pH IREFAEEFRIEIZ B 1T 5 0 FHED
fiZ A
IR RER (FE3X) Analysisonmolecular mechanisms of pH-dependent regulation of VaNhaB
from Vibrio alginolyticus.
MERERSE

W FE (TOSHIO YAMAGUCHI)
HBERKE - £2E - B
HEEES : 50434452

TFFERL R OREEE (F130)

AWFFECTIE, THE 72 pH A7 % 7~ 3 Vibrio alginolyticus ¢ NhaB #2514 (VaNhaB) (2 >
WC, pH EHRTFERY 72 KIS O NhaB AR5 (A (EcNhaB) & DT R A A AT » ¥ 7 fifhr
2TV, pH B o —fEIR O S E 2 R A T2, T OFER, VaNhaB @ E373-D434 fHIK )Y pH /&
TP E KRB ARSI ARB L, £ O pH B —L L THEREL 5 5
ZEEPOTHLNE LT,

MR O (3530 -

We have conducted a series of domain swapping analysis between pH-sensitive
NhaB-like antiporter from Vibrio alginolyticus (VaNhaB) and pH-insensitive
NhaB-like antiporter from Escherichia coli (EcNhaB) in order to identify domains or
regions that play critical roles in the pH-sensitivity of VaNhaB. Our results revealed
the significant importance of the E373-D434 region of VaNhaB in the pH-dependent
regulation of its Na*/H* antiport activity. Furthermore, we demonstrated that
E373-D434 region of VaNhaB was able to confer some degree of pH-sensitivity on our
pH-insensitive chimeric antiporters that is mainly composed of EcNhaB except for first
seven amino acid residues from N-terminal end, which strongly suggest that this
region is able to act, at least partially, as a machinery that modifies the activity of
NhaB-like antiporter in a pH-dependent manner.
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