#HExXc—19

FEHREBERERX (RENREMADE) RARBEE
Rk 2 44 6 5 BEUE

HEERZES - 13901
MEEE : EFHEG)
WrZEEAM - 2010~2011
SREE S : 22770145
MEREL (F130
BFEMBEEICEDET IV FU T 14742 FEEKRBHEE DA
MRREL (EX)
An electron microscopic study of actin nucleation factors
HERERE
BE  #fE ( NARITA AKIHIRO )
ZHEKXE - BEHMER - B
MEEES : 30360613

WFFER RO (Fn30) -

EMOFNBDEIE DL ZFDHT 7 F 7 47 A2 MICHICHIRN TR L frEEZ2 D
WL TWD, ZOEREITE OEAEIC X » TEBE el 251 T\ 5, Arp2/3 HAERE
TANI T, TI7FUORBEERE THY, WO, EITTITF T 4T A M BRER
W00 ERET H, FATBIX, ZORMEHEREZ I 62N T 572010, BB
& IR 2 O - R N E B EAS SRR TEE A — A MU T O 7 v—T7 L & HITR%S,
Arp2/3 EBEKRPHIENO EZI2H D0, EOXIRFEELTWDLONEHLNI L,
Flo, TANALIUITHONWTH, SR EBFBEMEEZHWT, 740 I VBT ITFT 4
Z A2 MRTEFICRES L, IEICHEAS LW E 2B LN L,

WRZERCR OB E (330 -

The actin filament is responsible for a wide range of movement of the cell and
dynamic through construction and destruction. Many proteins regulate the dynamics
of the actin filament. Arp2/3 complex and formin are ones of the regulatory proteins
and they start the construction of the actin filament in the cell. To understand
mechanism of starting construction, we developed structural analysis procedures of
the actin filament network in the cell with an Austrian group, which determined
distribution and structure of Arp2/3 complex in the cell by using electron microscopy
and image analysis. We also elucidated that formin binds only to the ends of the actin
filament, not the side. Now we are analyzing data to conform the bound end to formin
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