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WFFERRR OFEZE (Fn30) : Rad9-Hus1-Radl (9-1-1) A A% DNA 2{5& > ¥ — & L Tl & TopBP1
LREAGLTEDY T T IVE FMBIET D, AW TIE.9-1-1 & TopBP1 OFEEIEXZF 1L 5 D DNA
HBIEHNL~OBE T EET, BETN~OBE%RO L 7 FIVERICEDLS Z L. Z20/E
BEDNHI DB ERE L FHRE T2 Z & Ny ho T2, F7-. 9-1-1 ([ZIXIB(ERY 72 DNA 5B HEN &
D, MDORERFLOFESIZE Y ZODNAFEARENTAT S D Z LR STz,

WFZER - OMEEE  (923C) : The Rad9-Hus1-Radl (9-1-1) complex, a DNA damage sensor interacts
with TopBP1 to activate a signaling pathway. In this study, we found that 9-1-1/TopBP1
interaction plays an important role in the signal transduction after their localization
to the sites of DNA damage without affecting their localization upon DNA damage. The
binding ability of Rad9 to TopBP1 was strongly correlated with the activity of DNA damage
response in human cells. Finally, our in vitroresults suggest that 9-1-1 has a potential
to interact with DNA and the binding ability may be regulated by the interaction with
other factors.
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