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Conversion of an inverting exo-D-glucosaminidase into a
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the GH9 protein from Photobacterium profundum SS9. Kinetic analysis of the hydrolytic

: We elucidated an inverting exo— 8 -D—glucosaminidase activity of

activities toward cellooligosaccharides and chitooligosaccharides indicated the enzyme
is an exo— 8 -D-glucosaminidase (EC 3.2.1.165) rather than an exo— -1, 4-glucosidase.

Based on the modelled three—dimensional structure, we targeted D139, D143, and E555
as candidates of the important amino acid residues in the hydrolytic reaction. D139A,
D143A and E555A mutants displayed trace hydrolytic activities. The D139A displayed
glycosynthase activity with o —GlcN-F as a substrate.
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