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This study aimed to analyze a regulatory mechanism of human chromatin transcription.
Pertaining to LSD1 that demethylates nuclear factors such as human histone H3 and
tumor suppressor gene product p53, we solved LSD1 crystal structures in complex with
small molecular weight inhibitors that had been previously identified by our group. We
revealed that one of the LSD1 inhibitors showed good cell permeability and three of the
inhibitors exhibited gene expression regulatory activities.
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