BxXc—19

HPrHARBEMAER (RrHRERER) HRARRSE
TRk 244 47125 ABE

HEEES : 16101
HEiER - HFMEB)
FFZHARS - 2010~2011
SREES ;22790179
HRFEL (X)) FHAPAMEREEEONRERETIEM LS VAR—F2—DELRFZS
B DIFEHR
HEERERER (EXX) Identification of polymorphisms indrug—transporter genes associated
with clinical outcome of adjuvant tamoxifen therapy for breast cancer patients
MERKRE
BA —B (KIYOTANI  KAZUMA)
EEXE - KBS/ LHEEL S — - B
HEEES : 30433642

WFFER R OME (Fo3)

AWFFETIE, MR ER TSRO LD, X7 = Ot mBhRIE DR R
BL O EE L S A8 a2~ — I — R FEZIToT-. TORE, oo %
AR—% —ABCC2IMRP2 DEMLTFLMMNE X 7 = L OIGEME L AEICE#ET 5 2 &
EHOMNI L., 2, 004 RV ) XA 7K 0 ENIZIREL, ¥EXF VT
= UDIEEN R L OEZ RS LIZE 25, Cl0orfll OEFZH L XX 7 = VIBE
HRLEOMICAERBEENRO LN, ZNETITREDH D CYP2D6 & = D _OiEfsF
SR A7 T LOLOEDEFHBHEINT 2 DB, EEEAGFHMAGEICEL 25 2
EAEAGMNT L.

WFFERC R OB (353C) -

We screened novel genetic makers determining the efficacy of adjuvant tamoxifen therapy in
breast cancer patients. We identified that single nucleotide polymorphisms in ABCC2/MRP2 and
C10orf1l showed significantly associated with the clinical outcomes of patients receiving adjuvant
tamoxifen therapy. The number of risk alleles of these two genes and previously-identified maker,
CYP2D6, had cumulative effects on recurrence-free survival among the breast cancer patients
receiving tamoxifen monotherapy.
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