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Detection of state-dependent change of the stoichiometry of
KCNQ1-KCNE1 complex by single molecule imaging
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WFZERC R OB (F30) : KCNQ1, which is known as a causative gene of cardiac arrhythmia,
is an alpha subunit of voltage-gated K* channel. KCNQ1 and its auxiliary subunit
KCNE1 form an ion channel complex, which regulates the heartbeat. To determine the
stoichiometry of this complex, I attached fluorescent tags on these subunits, and counted
the number of each subunit in a single KCNQ1-KCNE1 complex by using total internal
reflection microscope. One complex contained 1~4 KCNE1 subunits, and the number of
KCNE1 was dependent on the relative expression densities of KCNQ1 and KCNE1
subunits.
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