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To better understand the role of aberrantly expressed miRNAs and their target genes
affecting the biology of gastrointestinal stromal tumor (GIST), we examined miRNA
expression signature. By miRNA array we found that several miRNAs, including miR-133b,
were down-regulated in high-grade GISTs. Subsequently, quantitative real-time RT-PCR
revealed that fascin-l mRNA was wup-regulated in accordance with miR-133b
down-regulation in high grade GIST. We then examined the fascin-1 protein expression
by immunohistochemical staining, and found that fascin-1 overexpression was significantly
correlated with shorter disease-free survival time and several aggressive pathological
factors, including risk grade. Our results suggest that down-regulation of miR-133b and
overexpression of fascin-1 may play an important role in the progression of GIST, and that
fascin-1 may be a useful biomarker and a promising molecular therapeutic target.
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