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We studied MAML2 gene splits by FISH method using theMAML2 break—apart probe

in mucoepidermoid carcinoma, for clarifying the clinicopathological features of
MAMLZ2-related gene fusion. In result, patients with MAML2 fusion gene showed
clinicopathological features with good prognoses. It showed it was possible

that MAML2-related gene fusion defined a group of good prognosis.
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Supplementary data 4.

Prognostic analysis for overall (A), cancer-specific (B

and disease-free (C) survival of patients with
mucoepidermoid carcinoma.,
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