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HZeEERE4 (¥EX) Analysis of the phosphatydilinositol mediated lipid signal which
involved in phagocytosis of the enteric protozoan parasite Entamoeba histolytica.
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BEMAEET DL T X —F % R U, 2 OEREENT 217 - 7=, CPBF1: cysteine protease
binding protein family 1 & 43720 AT A 757 —¥ (CP) LDfEAD L L
TR &N, E histolytica’7 ) DT 11 D7 7 I Y —45FE LTHEEL TV, D7t b 4
DO CPBF XY VY —AfEFEEZ YN RETHZERHLNIR-STEY, 77 I U —41H
TUHY RESML, BikEIT) 0 THEEEx bz, 2 2 Clk CPBFS IC DU CHEREMENT %
17-7=, CPBF IZfsE:°t kT MPR, VpslOp/Sortilin & U CEI B D 05FDRER TR 7 L
EZONDMN, 77 IV —SFNZOEEZH) DIFIPOTORRLTH -7,

FoEp OB (K L) : In our previous study, we found the important role of
phosphatidylinositol 3-phosphate during phagocytosis and phagosome maturation in
enteric protozoan parasite Entamoeba histolytica. In this study we try to figure out the
signaling from lipid mediator on phagosome maturation. As a result, we found a novel
receptor molecule which involved in transport hydrolytic enzymes from endoplasmic
reticulum to lysosomes or phagosomes and characterize their function. Cystene
protease binding protein family 1 (CPBF1) is identified as a binding protein of cysteine
protease and there are 11 familial genes encorded in . histolytica genome. At least 4
of them are bind to lysosomal hydrolase and we characterize CPBF8 in this study. It is
suggests that these family molecules share their ligands and involved in lysosomal
trafficking. In yeast or mammals there are receptors involved in ER to lysosome
transport, i.e. MPR, VPS10p/Sortilin. CPBFs are functional homologue of these
molecules but this is the first example the familial molecules involved in this process.
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Table 1. Identification of CPBF-binding proteins by LC-MS/MS analysis

Size of excised
band (kDa) (name)

1D number of identified

protein (GenBank ID) Coverage (%)" Annetation

Predicted molecular

weight (kDa)

100-150 (C) EHI_059830 (XM_647807) 351 CPBFS
50 (E) EHI_148130 (XM_652437) 19.7
20 () EHI_199110 (XM_648202) 27 lysozyme

EHI_096570 (XM_651841) 30.2 lysozyme

'coverage based on the peptides over 95% probability.
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