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Rapid assay for detecting gyrA and parC mutations associated with

fluoroquinolone resistance in Enterobacteriaceae
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Fluoroquinolone (FQ) resistance among Enterobacteriaceae species has been

reported increasingly. It occurs primarily through mutation in the Quinolone Resistance-Determining
Region (QRDR) of the DNA gyrase (gyrA) and topoisomerase IV (parC). | designed the mismatch
PCR-RFLP to detect common mutations in QRDR of gyrA and parC. Developed mismatch
PCR-RFLP successfully detected the mutations of gyrA and parC genes of Enterobacteriaceae clinical
isolates with reduced susceptibility to FQs. This method offers an inexpensive, rapid, and easier
alternative for detection of point mutations in FQ resistance in Enterobacteriaceae.
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E. cloacae 2%9 <0.06 ('gg% (%‘g) égg (GGAIA(?)
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E. cloacae 516447 16 a—}'e(): ((1;%12}():) 1(\11_'1"!(): (Gcl}‘ﬁ
E. cloacae gl(\)/lsg 64 a—}'e(): ((1;%12}():) 1(\11_'1"!(): (Gcl}‘ﬁ
o[58 | oo 155 ] A
i col QR4 | 4| o) (Asp)| (Arg)| (i)
£ colt QRS | 32 | (Lew)| (Asm)| (i) | (6o
. coli Qr203| 32 | fau)| (Aem| (o | A9
E. coli Qr206| 64 | JIG| TAC| CGC| GIA

(Leu)| (Tyr)| (Arg)| (Val)

—larcc TCC | GAC | AGC| GAA
K. pneumoniae | 13gg3 | <0.06| (sary| (Asp)| (Ser)| (Glu)

—TFM TCC | GAC| AGC | GAA
K. pneumoniae | g379 | <0.06| (sary| (Asp)| (Ser)| (Glu)

; TCC | GAC| AGC | GAA
K. pneumoniae | HKP4 | <0.06 (Ser)| (Asp)| (Ser)| (Glu)

64 | ATT| GAC | ATC| GAA

K. pneumoniae | TKP1 e) | (Asp)| (Ile) | (Glu)

64 ATC | GAC | ATC| GAA

K. pneumoniae | FKP1 (Tle) | (Asp)| (1) | (Glu)

ATCC TCC | GAC | AGC| GAA
Salmonella spp.| 74078 | <0-06| (ser)| (Asp)| (Ser)| (Glu)

ATCC TCC | GAC | AGC| GAA
Salmonella spp.| 13076 | <0-06| (ser)| (Asp)| (Ser)| (Glu)

FM TCC | GAC| AGC| GAA
Salmonella spp. 5573 | <0.06 | (&) | (Asp)| (Ser)| (Glu)

FM TCC | GAC| AGC| GAA
Salmonella spp.| gg47 | <0-06| (ser)| (Asp)| (Ser)| (Glu)

05 | TCC| TAC| AGC| GAA

Salmonella spp.| MS1 (Ser)| (Tyr)| (Ser)| (Glu)
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