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Analysis of the relationship between IL28B SNP and HCV genome
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The current standard treatment for patients chronically infected with HCV is the
combination of peg-interferon (PEG-IFN) and ribavirin (RBV). It has been reported that
genetic variations within IL28B gene are associated with the effect of the PEG-IFN and
RBV combination therapy. In this study, we investigated the expression levels of interferon
related genes in the liver using liver biopsy from HCV patients before the treatment. We
reported that the expression levels of anti-viral genes are lower, but those of negative
regulator in IFN signaling are higher in favorable IL28B genotype patients.
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