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WFZERC R OMEEE (J30) : This research was performed in order to elucidate the functional
significance in pancreatic beta cells of ACNMYI, which was recently established by
genome—wide association studies (GWAS) as one of the most important genetic factors of
type 2 diabetes mellitus in most ethnic groups including Japanese. First, the expression
of Kengl was confirmed both in rat pancreatic beta cell-line INS-1 and mouse islets, and
the changes in expression or activity of Acngl resulted in dysregulation of insulin
secretion in INS—1 cells. Second, multiple novel transcripts were demonstrated from the
genomic region of intron 15 of Acngl encompassing disease—related SNPs. Finally,
Kengl-suppressed INS-1 cells was exposed to palmitate as a model of gene—environment
interaction, and no significant interaction was observed in our system.
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