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CD5+ DLBCL shows a poor prognosis and high incidence of central nervous system relapse. By gene
expression profiling, we confirmed that most of CD5+ DLBCLs are classified as activated B cell-like
DLBCL. A classifier based on gene expression at supervised analysis also correctly identified CD5
expression. The top classifier gene supervised by CD5 expression was SH3BP5. A lot of neurological
component- and function-related genes were contained in the CD5 DLBCL signature genes.
Immunohistochemical analysis confirmed that SH3BP5 expression was detected on the tumor cell.
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