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Elucidation of the mechanisms of novel epigenetic regulations inovariandifferentiation
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ZBATDHI LT, AT uA FARVEVEAMEASEMEFET D Z LICRH LTS, Z0
HMEFEREZHNT, IFRZEL AT v A REAMB LSO E Y = 27 1 v 7 72l
R 572010, O LR FIEIC L > CTRE L7z SF-1 AR /N7 B OBERER
Hr&@DNA ~A 7 u7 LA & ChIP-on-Chip {EEOFH LTS ) AT A RN L D577
SF-1 IEM B s T OREEITo72, OICL Y, SF-1HEHEMERY 7D 1 2L LTHEREL
72855 K C/EBPB 1%, SF-1 WA AT a4 FUEEEsE HSD3B2 &f{s DR B2 R L
TWLZEEWALMNT LT, @OITRY ., #ifcle SF-1 BEREIRFL LTINAET AL R TR
7 =7 —1% A3 (GSTA3) | 57 X/ L7V U aiiER (ALASDB L7 =L Fxo U &
74 —€ (FDXR)ZFE LTz, ZLTCINGBETR, SF-LICEs T Y= RT v 7 ek
b2 L TEIRENEEILEND Z L, SHICAT oA FEAICHEENICHEETHDHZ L 2B
HIMZ LT,
MFIERE O E (#3C) : We showed that SF-1 expression induces differentiation of
mesenchymal stem cells into steroidogenic cells. In order to elucidate the mechanisms of
epigenetic regulations in differentiation into steroidogenic cells including ovarian cells, we
attempted a couple of experiments using the differentiated cell. D One is functional
analysis of the nuclear complex components with SF-1. @The other is combined-analysis
with ChIP-on-Chip and DNA microarray to identify novel SF-1 target genes. D
Transcription factor C/EBPB was identified as one of the nuclear complex components with
SF-1. We found that C/EBPB cooperated with SF-1 to enhance the transcriptional activity
of HSD3B2 gene expression, which codes for one of the enzymes for progesterone
production. @ We identified GSTA3, ALAS1 and FDXR as novel SF-1-target genes.
Transcriptional activity of these genes were enhanced by SF-1 via epigenetic change. We
also found these factors were involved in steroidogenesis. These results indicate that these
factors are novel SF-1-target genes and participate in steroid hormone production.
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