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HELhi L, SR IEHES R nicroRNA & L T hsa—miR-520f, hsa—miR-520b
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WFZER S OBEEL (F£3C) : The aim of this study was to identify the microRNA marker of the complete
hydatidiform moles (CHMSs) in plasma. By next generation sequencing and quantitative RT-PCR
analysis, hsa-miR-520f, 520b, 520c-3p and 519b-3p were selected as candidate CHMs-associated
microRNAs. The median plasma concentration of cell-free has-miR-520f in CHMs pregnancy was
significantly higher than in normal pregnancy (27,194 copies/mL vs 13,118 copies/mL, Mann-Whitney
U test, P=0.002). In 15 cases of CHMs pregnancy, the plasma concentration of cell-free has-miR-520f
after termination of pregnancy was significantly decreased than that before termination of pregnancy
(wilcoxon signed rank test, P<0.001). In conclusion, the hsa-miR-520f is CHMs-related microRNA

and its plasma concentration may be possible molecular marker of complete hydatidiform mole.
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microRNA FRERE Er?fnge microRNA pEERE :,?:’nge
has-miR-520f 19g13.42 5575 has-miR-519e 19¢13.42  3.69
has-miA-520b  19q13.42 4519  has-miR-526b"  19g13.42  3.46

has-miR-518d-3p 19q13.42 a3.07
has-miR-520h 1991342 306
has-miR-512-3p 19g13.42 2.99
has-miR-518a-3p 19g13.42 2.61

has-miR-520c-3p 19913.42 1388
has-miR-518b-3p 18q13.42 13.35
has-miR-518¢c  19g13.42 7.80
has-miR-519a 19g13.42 5.57

has-miR-520d-3p 18q13.42 511 has-miR-1283 18g13.42 2,56
has-miR-372 19q13.42 456  has-miR-518t 19q13.42 246
has-miR-520g 19q13.42 4.43 has-miR-516a-5p 19g13.42 2.35
has-miR-515-3p 19q13.42 3.88 has-miR-498 19q13.42 2.30
has-miR-524-3p 19g13.42 384  has-miR-373 189g13.42 225

F2. ZRE T EMmicroRNA
HMEHSICBTARERE

microRNA THRAR  SRuAE P
(n=20) (n=14)
hsa-miR-520f 1.00 (0.01-1.85)"1.89 (0.01-4.23) <0.001

hsa-miR-520b  1.00 (0.01-2.47) 1.51 (0.02-2.54)  0.013
hsa-miR-520¢-3p 1.00 (0.01-1.84) 1.31 (0.01-2.95)  0.008
hsa-miR-519b-3p 1.00 (0.01-1.71) 1.62 (0.01-3.62)  0.012

* MoM value; Median (Min-Max), **Mann-Whitney U test by SPSS ver18
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¥ shcell-free microRNARE (copies/mL)

microRNA Pt

ERIEE SRS
(n=15) (n=15)

hsa-miR-520f 13118 (5233-34279)* 27194 (11298-73268) 0.002

hsa-miR-520b 12483 (3372-35762) 14812 (4948-61264) 0.305

hsa-miR-520c-3p 20538 (6592-42983) 21253 (9329-38212) 0.802

hsa-miR-519b-3p 10374 (2637-15420) 17992 (5377-24729) 0.322

* Median (Min-Max), ** Wilcoxon signed rank test by SPSS ver1g
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