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WFFER R OMEEL (#30) : Snail family genes, snail and slug, which were identified as a
epithelial mesenchymal transition, were expressed in epithelial cells of developing salivary
glands. We examined the effect of gene-knock down and over-expression of snail family
genes on development of salivary gland in explant culture. We found that branching
development was inhibited by Snail / Slug siRNA treatment and stimulated by Snail / Slug
over-expression. These data suggested that Snail and Slug plays stimulatory roles in
branching development of salivary gland.
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Expression levels of Snail and Slug genes during
mouse SMG development
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Expression of Snail in developing SMG
(E14.0;1HC)

(2) snail, slug [ZH8:HEA7 siRNA & #

NWENHATFRERICEA LGERET S &,
Slug siRNA E AT Snail BN EH L (&
7' 7). Snail siRNA AT Slug ZH I
HL B7 7 7)., ENEh ORI T
DORBEPFHHTH D Z LRSSz, £ L
T, WFHD siRNA #E AT % & Snail, Slug
BIEFREIITE ITED L,

Effects of siRNA for Snail and/or Slug
on their gene expression levels
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Effects of Snail/Slug siRNA on SMG
development in explants
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Effects of Snail/Slug gene transfection
on SMG development in explants
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