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WFZEE R OBEE (3£30) : The bHLH transcription factor TWIST1 plays a crucial role in

epithelial mesenchymal transition (EMT). We previously showed a molecular basis for the

transcriptional regulation of the TWIST1 gene in mesenchymal cells. In this study, we

examined the relation between TWIST1 gene expression in EMT and DNA methylation

states at the TWIST1 promoter. In addition, we investigated the molecular mechanism of

the transcriptional induction of TWIST1 gene by Tax1 in T cells.
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