#xKc—19

HEMREMREEX (BEHRERDE) ARRBRRESE
PRk 244 6 A 18 HIUE

HEAES : 32710
MEiER HEFHAEX B
FZEEAM 0 2010 ~2011
FREES 22792071
MERER (F130) EESLFRAE ) RV FHME DL L ERERIE F
MERER (£
clinical application
MREKERE
ANHE#EE (OHTA MASUMI)
BRXZE - HEE - B
HEEES : 40410047

The establishment of diagnostic method for caries risk and the
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— 7 TCl% chi-square #EIC LY KONJ12 D rs4985866 SNP & [tz M DA & 72 BEE 3 38 &
Nize ZORFZENNE STIMI @ rs3813880 SNP & 153750996 SNP |23\ T IXERALERSZ M & BE )Y
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The objective of this study was to screen for single nucleotide polymorphisms (SNPs) in
genes coding ACNJI12 and STIMI, in patients with severs caries and in low caries
susceptibility individuals. We investigated whether SNPs in both ACNJ12 and STIMI genes
are associated with the caries susceptibility. Cases were 103 children ages 5-6 yrs.
Statistical analysis based on Chi—square test revealed a significant association of the
1rs4985866 SNP of ACNJ12 with susceptibility to caries in low—S. mutans group. Within the
limitations of this study, rs3813880 SNP and rs3750996 SNP of S77MI seem to be negatively
associated, while rs4985866 SNP of ACNJ12 is associated with caries susceptibility.
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KCNj12 S.mutans(+) AN AG GG

(rs4985866) def<3 0 13 0
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P-value 0. 253
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P-value 0. 837

S. mutans(—) TT GT GG

def<3 0 13 34

def=3 0 2 7

P-value 0. 803
P<0. 05%

EEICHE A T~ T RCBT DRI
B G- T 2B s I3 ek 7, 11 BORE
FEIRICAFAE L. S Stk 11 &D KCNj12
NEEELTD 1D TH D AHENVEIZ OV T
HL TS, Al B MZBWTEMY AR
FEBCAEIE L, ~ 7 R L FHRIMEZ & i
{&F KCNJ12. STIMI @ SNPs fftfr&4T-~7- &
= A, KONJ12 @ SNP (rs4985866) THEZEN
Wb, T & XY kN12 O
SNP (rs4985866) 73 i il /& =2 MEIZ 2 Db B fi
WRIR 1 & 72 2 ATREME DS RIE STz,

5. EAFRMILE
(FFgEftat, RSE B O
T

BT IS

FEasE) G 1)
KHEHEE, MLOAR, HE, MNEEE
BRER. FILER, SRAE, MRk
\J B REES MBS T- OSNP s fiffT,
49 [ A AVNR R e R4y, 2011,11,28-29,
A TREERRRE X —



6. WFIEkH

(D) mrgefREH

KM B4 (OHTA MASUMI)
B RRT - B - BhE
WFGEHE T+« 40410047

(2) Wk FE55 4
L

(3) HHEMFFEH
L




