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I RO E (¥ 3C) : ADH1IB and ADHIC gene polymorphisms, rs1229984 and
rs1693482 are associated with alcohol drinking habit and esophageal cancer risk, through
modulating catalytic activity of ADH enzymes. However, there were few evidences about
the association between other five ADHs and alcohol drinking. We investigated ADH gene
polymorphisms and alcohol drinking habit of 4062 subjects. Rs1154460, the loci on ADH7
had significant association with alcohol drinking.
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Minor
SNP Gene allele
frequency
rs1154400 ADHS5 0.002
rs2602836 Non gene 0.16
rs4148887 ADH4 0.26
rs3805322 ADH4 0.37
rsd147547 ADH6 0.10
rs3819197 ADH1A 0.16
rs1229976  ADH1A 0.08
rsd4147532 ADH1A 0.08
rs17033 ADH1B 0.06
rs1229984 ADH1B 0.24
rs698 ADHI1C 0

rs1693482 ADH1C 0.05
rs4147541 ADHI1C 0.12
rs13103321 Non gene 0.02
rs4699748 Non gene 0.06
rs284787 ADH7 0.31
rs3805331 ADH7 0.08
rs284785 ADH7 0.24
rs1827567 ADH7 0.32
rs1154456 ADH7 0.25
rs1154460 ADH7 0.39
rs3737482 ADH7 0.46
rsd4147549 ADH7 0.14
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Allele model
Gene SNP OR 95% CI p-value
ADH5 rs1154400 1.15 & 0.85- 1.55 @ 0.358
Non gene  rs2602836  1.03 0.90 - 117 0.683
ADH4 rs4148887  1.06 | 094 - 1.20 | 0.361
ADH4 rs3805322 1.00 = 0.89 - 1.11 0.932
ADHG rs4147547 | 1.10 095 - 1.26 0.207
ADHIA  rs3819197 1.07 @ 095- 120 | 0.285
ADH1A rs1229976 | 1.05 0.87 - 1.26 0.640
ADHIA  rs4147532  1.31 1.08 - 1.58 @ 0.005
ADHIB rs17033 1.25 1.04 - 1.50 0.019
ADHIB  rs1229984 1.13 1.00 - 1.27 | 0.046
ADHIC  rs1693482 083 @ 067 - 1.03 | 0.091
ADHIC  rs4147541 | 1.00 | 0.87 - /1.15 | 0.994
Non gene rs13103321 0.89 0.68 - 1.17 0.404
Non gene rs4699748 0.96 081 - 1.14 0.662
ADH7 rs284787 | 1.03 = 0.93 - 1.14 | 0.559
ADH7 rs3805331 0.93 0.81 - 1.07 0.326
ADH7 rs284785 | 1.03 = 0.92- 1.15 | 0.588
ADH7 rs1827567 | 1.00 089 - 1.1 0.964
ADH7 rs1154456 0.95 = 0.85- 1.07 @ 0.393
ADH7 rs1154460 0.89 & 0.80 - 099 @ 0.027
ADH7 rs3737482  1.03 | 092 - 1.15 | 0.604
ADH7 rs4147549 088  0.76 - 1.03  0.112
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