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Elucidation of Epithelial Dysfunction in Response to Intestinal Microbiota in
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Inflammatory bowel disease (IBD) is a _chronic inflammatory condition
associated with abnormal immune responses to the intestinal microbiota. In this study, we analyzed
intestinal epithelial cells from Crohn’ s disease (CD) patients using RNA sequencing, comparing them

to samples from temporary diverting stoma cases in which the influence of the intestinal microbiota
was surgically controlled. However, we observed substantial interindividual variability in gene
expression. Although we focused on the bile acid related gene ENPP7, no significant correlation with
clinical factors in CD patients was found. Due to the limitations of epithelial analysis, we
shifted our focus to the mesenteric lymph nodes, a key site of immune response. Immunohistochemical
analysis revealed decreased BACH2 expression in a subset of CD patients, which was associated with
elevated CRP and reduced albumin levels, suggesting that BACH2 may be involved in the pathogenesis
of CD.
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