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The role of incomplete viral RNA in persistent feline morbillivirus infection.
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We investigated how feline morbillivirus, which infects the kidneys of cats,
can persist in the body over time by focusing on incomplete forms of viral RNA. Using
next-generation sequencing, we thoroughly analyzed the RNA and identified a wide variety of
previously undetected incomplete viral RNAs. Notably, some of these RNAs were found in infected
cells during both the acute and chronic phases of infection. These findings suggest that certain
incomplete RNAs may play a role in maintaining long-term viral persistence. Future research will
explore how these RNAs influence viral replication and host responses, which may ultimately
contribute to understanding disease mechanisms and developing new treatment strategies.
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