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The role of the microbiota-mediated epitranscriptome in homeostasis
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The imbalance of commensal gut microbiota is known to be a risk factor for
various diseases such as cancer, inflammatory bowel disease, allergies, and obesity. The purpose of
this study is to elucidate the molecular mechanisms of gut microbiota-mediated host gene expression.

We performed RNA-seq analysis with mice in a normal environment and germ-free mice lacking gut
microbiota. We found that mice in a normal environment exhibited increased expression levels of
interferon-stimulated genes compared to germ-free mice.
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