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Stop-codon readthroug provides novel functions for Syntaxinl?
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Using the assay system we developed, we revealed that the elongated form of
Stx17 is highly expressed in neural cells. Additionally, we discovered that the elongated form of
Stx17 is more frequently localized in the endoplasmic reticulum, Golgi apparatus, and mitochondria
compared to the regular form across various tissues. Furthermore, we found that the elongated form
of Stx17 binds with different SNARE partners than the regular form. Unfortunately, we could not
identify any clear phenotypes from the elongated Stx17-specific knockout strains. Moving forward, we
plan to conduct behavioral analyses and other investigations.
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