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In this study, our goal is to elucidate the gene expression regulation of
neural stem cells (NSCs) associated with aging. To achieve this, we utilize Photo-Isolation
Chemistry (PIC), a method we have developed to acquire gene expression information limited to
regions of UV irradiation on tissue sections. However, PIC is only compatible with unfixed tissue
sections, presenting challenges with staining NSCs, other neural components, and aging markers in
unfixed tissue. Therefore, we have improved the PIC technique to enable analysis of formalin-fixed
tissue sections. Additionally, we have applied PIC to ATAC-seq and ChlL-seq, establishing techniques

to spatially analyze open chromatin and histone modifications, respectively.
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