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Development of Immunotherapy Utilizing the Adenosine Pathway in EGFR-Mutant Lung
Cancer
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The significance of CD26, part of the adenosine pathway, has been identified
in the context of Immune checkpoint inhibitor (ICIl) resistance in EGFR-mutant lung cancer (EGFR
lung cancer). In the EGFR lung cancer cell line HCC2279, cells with low CD26 expression (CD26-Low)
exhibited high STING expression, suggesting a potential enhancement of immune response. Furthermore,
knocking out STING in CD26-Low cells led to a significant increase in CD26 expression, indicating
that the cGAS-STING pathway negatively regulates CD26 expression. These findings suggest that
suppressing CD26 expression in EGFR lung cancer could lead to the development of new

immunotherapies.
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EGFR H1650 H3255 H1975 H820 HCC827 HCC827GR6 PC9 HCC2935
HCC2279 HCC4006 RPMI 1640 Thermo Fisher Scientific,
Cat.#11875-119 10% FBS 1% / 37 5% C02
CRISPR/Cas9
CRISPR interference SgRNA
http://portals.broadinstitute.org/gpp/public/analysis-tools/sgrna-design
Gecko v2 SgRNA SgRNA
3 x 10° HEK293T 60mm X-tremeGENE HP DNA Transfection
Reagent Roche, Cat.# 06366236001 1l
g pCMV-dR8.911 p g pCMV-VSV-G 1 p g 48
0.45 pm
Lenti-X Concentrator Clontech, Cat.# 631231
Student’ s t ANOVA Tukey
ANOVA Tukey p
0.05
*p<0.05 **p<0.005 + S.D.
ANOVA
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