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Investigation of novel CAF functions by analysis of Glycan structures on the
surface of cancer-associated fibroblasts (CAFs) of pancreatic cancer.

Miyazaki, Yoshihiro
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We aimed to elucidate the glycan structures of therapeutic targets of
cancer-associated fibroblasts (CAFs) in pancreatic cancer by “ simultaneous single-cell gene glycan
analysis (scGR-seq)” . We performed scGR-seq analysis on three clinical pancreatic cancer samples.
Although we initially planned to analyze only the CAF fraction, we decided to analyze the entire
tumor in order to obtain an overall picture of the tumor. Among 16 clusters classified by gene
expression and glycan expression, CAFs corresponded to two clusters, iCAF (inflammatory CAF)-like
and myCAF (myoblastic CAF)-like, and their specific glycans are now being verified by tissue
staining.
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